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o Yeast Secretory System
o Systems Immunology
o Al development for data analysis

o Pharmacomicrobiomics
o Cancer Peptide Vaccine
o Parkinson's Disease

o Thai herbal identification database
o Fungal identification

Research Projects

Immunogenicity Landscape of Somatic Mutations in Cancer.

Principal Investigator
Research Grant for New Scholar, The Thailand Research Fund

Affiliations

Scientific

Principal Investigator, Center of Excellence in Systems Biology Chulalongkorn
University

Principal Investigator, Center of Excellence in DNA Barcoding of Thai Medicinal
Plants Chulalongkorn University

Professional
Registered Pharmacist, The Pharmacy Council of Thailand
Member, Thai Industrial Pharmacist Association (TIPA)
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Native

Basic fluent

Skills
Python, Ruby, R, SQL Databases, IATEX
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