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Experiences
2021Head of Biochemistry & Microbiology Department, Faculty of Pharma-

ceutical Sciences, Chulalongkorn University, Bangkok, Thailand.
2020 Assistant Professor, Faculty of Pharmaceutical Sciences, Chulalongkorn Uni-

versity, Bangkok, Thailand.
2017
2021

Assistant Dean in Educational Innovation, Faculty of Pharmaceutical Sci-
ences, Chulalongkorn University, Bangkok, Thailand.

2016
2020

Lecturer, Faculty of Pharmaceutical Sciences, Chulalongkorn University,
Bangkok, Thailand.

2014
2017

Post-Doctoral Associate, Krauthammer Lab, Yale School of Medicine,
New Haven, CT, US.
Cancer Genomics, Bioinformatics

2008
2010

Research Assistant, Systems Biology and Bioinformatics, PDTI, KMUTT,
Bangkok, Thailand.
Bioinformatics

2004
2008

Research Assistant, National Center of Genetic Engineering and Biotechnol-
ogy, Pathumthani, Thailand.
Protein engineering, Bioinformatics

Educational Background
2010
2014

PhD Bioscience, Chalmers University of Technology, Gothenburg, Sweden.

2006
2008

MSc Biomedicinal Chemistry, Faculty of Pharmaceutical Sciences, Chula-
longkorn University, Bangkok, Thailand.

1999
2004

BSc Pharmaceutical Sciences, Faculty of Pharmaceutical Sciences, Chula-
longkorn University, Bangkok, Thailand.

Research Interests
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Systems & Synthetic
biology

{ Yeast Secretory System
{ Systems Immunology
{ AI development for data analysis

Precision medicine { Pharmacomicrobiomics
{ Cancer Peptide Vaccine
{ Parkinson’s Disease

Systematic Biology { Thai herbal identification database
{ Fungal identification

Research Projects
2016

2018
Immunogenicity Landscape of Somatic Mutations in Cancer.

ROLE Principal Investigator
FUNDING AGENGY Research Grant for New Scholar, The Thailand Research Fund

Affiliations
Scientific

THAILAND Principal Investigator, Center of Excellence in Systems Biology Chulalongkorn
University

THAILAND Principal Investigator, Center of Excellence in DNA Barcoding of Thai Medicinal
Plants Chulalongkorn University

Professional
THAILAND Registered Pharmacist, The Pharmacy Council of Thailand
THAILAND Member, Thai Industrial Pharmacist Association (TIPA)

Languages
Thai Native

English Basic fluent

Skills
Programming Python, Ruby, R, SQL Databases, LATEX
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